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H9, H10, and H11 compose a cluster of Hessian fly-resistance genes
in the distal gene-rich region of wheat chromosome 1AS



et al. 1994



plants of each mapping population. DNA samples of



We also investigated linkage of H9- or H10-linked
SSR markers with H11





1995) revealed that erroneous mapping of H6 and H10
on 5A probably occurred because of insufficient data or
misinterpretation of the monosomic mapping data. In
the H6 monosomic analysis, the segregation test for
critical or noncritical ratios was based on only 20 or less
F3 families for each monosomic type, which is usually



based on morphological or agronomic traits. All of these
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