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rescue, and eight chromosome addition lines with dif-
ferent L. racemosus chromosomes were identified. Multi-
year evaluations identified three wheat- L. racemosus
disomic addition lines, DALr.2, DALr.7, and DALr.14,



constitution, line NAU601 was crossed with Chinese
Spring ditelosomic 4BS. After chromosome C-banding
of PMCs at MI, a heteromorphic rod bivalent consisting
of 4BS and the translocation chromosome was observed
in 79% PMCs in the F1 (Fig. 2a), confirming that
translocation chromosome consists of the complete
short arm of 4B, a part of the long arm of 4B and a
distal segment derived from 7Lr#1S.

To further characterize the 7Lr#1 segment involved
in the translocation, 13 group-7 probes and 15 group-4
probes were selected for RFLP analysis. The results
showed that this line had specific bands for 7Lr#1 when
using BCD93, CDO676, MWG705, BCD385, PSR152,
PSR103, CDO595, BCD349, and MWG808 as probes.
These probes have been mapped previously to the short
arm of homoeologous group 7. However, no specific





that in line NAU601 (Table 1



Discussion

Irradiation (Sears 1956), induced-homeoelogous pairing
(Riley et al. 1968) and Gc-induced chromosome break-
age (Endo 1988, 1994) are effective methods for



to common wheat. At least three chromosomes were
involved in the scab resistance of L.racemosus (Chen
et al. 1993, 1995). Furthermore, we can now map these
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