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Figure 1.—Grasses as a single genetic system
and recent coevolutionary history of cereals and
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Figure 2.—By 1915, botanists had described three classes of cultivated wheats; the one-seeded monococcum (2x), the two-
seeded emmer (4x), and the dinkel (6x). The one-seeded wild relative of monococcum was reported in Greece and Anatolia
between 1834 and 1884. The two-seeded wild relative of emmer was discovered by Aaronsohn in 1910 in Lebanon, Syria, Jordan,
and lIsrael. Therefore, it was well accepted, as Candolle had suggested in 1886, that since wild wheats grow in the Euphrates
basin, wheat cultivation must have originated there. Between 1918 and 1925, T. Sakamura and his student H. Kihara at Hokkaido
University in Japan and K. Sax at Harvard University reported their classic studies on the genetic architecture of the three groups
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