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Lr41, Lr39, and a leaf rust resistance gene from Aegilops cylindrica
may be allelic and are located on wheat chromosome 2DS



to leaf rust or other pathogens may be located on the same
wheat chromosome arms. In many cases, the uniqueness
of a leaf rust resistance gene can be determined with
phenotypic screening methods by its virulence/avirulence
pattern. However, many genes confer resistance to the
same races of leaf rust. New resistance genes may be
subjected to tests of allelism to determine relationships to
known genes. The availability of DNA markers provides



the seedlings were scored 10–14 days after inoculation according to
the Stakman scale as modified by Roelfs et al. (1992). Race MGB-
Dal98 of P. triticina was provided by D.S. Marshall (USDA-ARS,
Raleigh, N.C.). All other leaf rust isolates and their avirulence/
virulence phenotypes were provided by M. G. Eversmeyer (USDA-
ARS Plant Science and Entomology Research Unit, Manhattan,
Kan.) and D. L. Long (USDA-ARS Cereal Disease Laboratory, St.
Paul, Minn.) (Table 1).

Leaf rust-resistant germplasm and parental lines were evaluated



Chromosome location and mapping of leaf rust resistance
in WX93D246-R-1

The F2 populations derived from 41-chromosome plants
from crosses of WX93D246-R-1 and the Chinese Spring
D-genome monosomics were inoculated with P. triticina



gous resistant:2 segregating:1 homozygous susceptible




