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improved the D genome coverage of the existing wheat
microsatellite map by 55 (Pestsova et al. 2000) and 100
new loci (Guyomarc’h et al. 2002).







Fig. 2 Comparison between genetic and physical maps of wheat: homoeologous group 2. For details see Fig. 1
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Fig. 3 Comparison between genetic and physical maps of wheat: homoeologous group 3. For details see Fig. 1
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Fig. 4



Fig. 5 Comparison between genetic and physical maps of wheat: homoeologous group 5. For details see Fig. 1
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chromosome 5D, the bin C-5DL1-0.60 represented 60%
of the long arm. This region included loci Xcfd40 and
Xgwm583 (Fig. 5) which were found to be genetically
independent (q>50%) on the CtCS map suggesting the
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