
Gram-Negative Bacterial Iron Acquisition Systems: 
Signal and Energy Transduction Ds elid: 



conformational changes in the transporter itself (5, 6, 15)  This novel technology enables us to examine dynamic motion
in membrane proteins during their physiological activities,  potentially superceding the “snapshots” of mechanisms
that crystallography provides.   Our approach and goal is to use time-resolved  fluoresence intensity determinations,
polarization studies,  FRET, and measurements of suscep
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portals that permit passage of small hydrophilic molecules (<600 D), but simultaneously exclude large or
hydrophobic molecules.  Proteins called “porins” form th


